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1. Einzelgenanalysen

Methode
Target Nachweis von Ausgangsmaterial primär alternativ DNA/RNA

ALK/ROS1/RET/MET Translokationen, skipping FFPE RT-PCR (IVDR) NGS, FISH RNA

BRAF Punktmutationen FFPE, Blut RT-PCR (IVDR) NGS, 
Sangersequenzierung

DNA

BRAF Kodon 600/601; KRAS 
Kodon 12/13/61; NRAS
Kodon 12/13/61, HRAS Kodon 
12/13 und 61

EasyPGX ready Thyroid FFPE RT-PCR (IVDR) NGS, 
Sangersequenzierung

DNA

CTNNB1 Punktmutationen FFPE Sangersequenzierung NGS DNA
CXCR4 Exon 3 Punktmutationen FFPE Sangersequenzierung NGS DNA
EGFR Exon 18, 19, 20, 21 Punktmutationen, 

Deletionen in Exon 19
FFPE, Blut RT-PCR (IVDR) NGS, 

Sangersequenzierung
DNA

EGFR T790M Punktmutationen FFPE, Blut RT-PCR (IVDR) NGS DNA
ESR1 Punktmutationen FFPE, Blut NGS - DNA
GNAS Exons 8, 9 Punktmutationen FFPE Sangersequenzierung NGS DNA
HRAS Exons 2, 3 Punktmutationen FFPE, Blut RT-PCR (IVDR) NGS DNA
IDH1/IDH2 Codons 132, 140, 
172

Punktmutationen FFPE Sangersequenzierung NGS DNA

IGH/IGL/IGK B-Zell-Klonalität FFPE, Blut Klonalitätsanalyse
(Invivoscribe)

- DNA

Her2 neu (ERBB2) Amplifikation, 
Punktmutationen

FFPE NGS CISH DNA

KIT Exons 9, 11 (13, 14, 17, 
18)

Punktmutationen FFPE Sangersequenzierung NGS DNA

KRAS Kodon 12, 13, 59,
61, 117, 146

Punktmutationen FFPE RT-PCR (IVDR) NGS, 
Sangersequenzierung

DNA
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MLH1 Methylierung FFPE PCR DNA

MSI Mikrosatelliteninstabilität FFPE Fragmentlängenanalyse NGS DNA

MYD88 Punktmutation FFPE Sangersequenzierung NGS DNA
NRAS Kodon 12, 13, 59,
61, 117, 146

Punktmutationen FFPE RT-PCR (IVDR) NGS, 
Sangersequenzierung

DNA

NTRK1/NTRK2/NTRK3 Fusionen FFPE RT-PCR (IVDR) NGS, FISH RNA

PDGFR Exons 18 (12, 14) Punktmutationen FFPE Sangersequenzierung NGS DNA

PIK3CA Exons 4, 7, 9, 21 Punktmutationen FFPE RT-PCR (IVDR) NGS DNA

POLE Exons 9, 13 Punktmutationen FFPE Sangersequenzierung NGS DNA

RET Kodon 918 Punktmutationen FFPE Sangersequenzierung NGS DNA

RET/PTC1-, RET/PTC2-, 
PAX8/PPARG-Fusionen

Fusionen FFPE RT-PCR (IVDR) NGS RNA

TCRG/TCRB T-Zell-Klonalität FFPE, Blut Klonalitätsanalyse
(Invivoscribe)

- DNA

TERT Punktmutationen FFPE Sangersequenzierung - DNA
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2. NGS-Analysen

Targets Panel Ausgangsmaterial Methode DNA/RNA

AKT1, ALK, BRAF, CDK4, CTNNB1, DDR2, DPYD, EGFR, 
ERBB2, ESR1, FGFR1, FGFR2, FGFR3, FGFR4, HRAS, IDH1, 
IDH2, KEAP1, KIT, KRAS, MAP2K1, MET, MYC, NFE2L2, 
NKX2-1, NRAS, NRG1, NTRK1, NTRK2, NTRK3, PDGFRA, 
PIK3CA, POLE, PTEN, RB1, RET, ROS1, STK11, TP53, 
UGT1A1

HANDLE Classic NGS Panel FFPE NGS (AmoyDx) DNA/RNA

BRCA1, BRCA2 BRCA Pro Panel FFPE NGS (AmoyDx) DNA

BRCA1, BRCA2, Genomic Scare Score (GSS) HANDLE HRD Focus Panel FFPE, Blut NGS (AmoyDx) DNA

BRCA1, BRCA2, AR, ATM, ATR, BARD1, BRIP1, CDH1, 
CDK12, CHEK1, CHEK2, ESR1, FANCA, FANCL, HDAC2, 
HOXB13, MRE11A, NBN, PALB2, PPP2R2A, PTEN,
RAD51B, RAD51C, RAD51D, RADS54L, STK11, TP53, 
BRAF, HER2, KRAS, NRAS, PIK3CA

HANDLE HRR NGS Panel FFPE NGS (AmoyDx) DNA

ALK, BRAF, EGFR, ERBB2, FGFR1, FGFR2, FGFR3, KRAS, 
MET, NRG1, NTRK1, NTRK2, NTRK3, NUTM1, PIK3CA, 
RET, ROS1

FusionPlex Lung Panel v2 FFPE NGS (Archer) RNA

ALK, BCOR, BRAF, CAMTA1, CCNB3, CIC, CSF1, CTNNB1, 
EGFR, EPC1, ERG, ESR1, ETV1, ETV4, ETV5, ETV6, EWSR1, 
FGFR1, FGFR2, FGFR3, FOS, FOSB, FOXO1, FUS, GLI1, 
HMGA2, JAZF1, MBTD1, MDM2, MEAF6, MET, MGEA5, 
MKL2, MYOD1, NCOA1, NCOA2, NCOA3, NR4A3, NTRK1, 
NTRK2, NTRK3, NUTM1, PAX3, PDGFB, PDGFRA, PHF1, 
PLAG1, PRKCA, PRKCB, PRKCD, RAF1, RET, ROS1, 
SS18, STAT6, TAF15, TCF12, TFE3, TFG, USP6, VGLL2, 
YAP1, YWHAE

FusionPlex Sarcoma Panel v2 FFPE NGS (Archer) RNA

ABL1, ANKRD26, ASXL1, BCOR, BRAF, CALR, CBL, CEBPA, 
CSFR3, DDX41, DNMT3A, ETNK1, ETV6, EZH2, FLT3, 

VariantPlex Core Myeloid 
Panel (Archer)

FFPE, Blut, 
Knochenmarkaspirat, 

NGS (Archer) DNA
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GATA1, GATA2, IDH1, IDH2, JAK2, KIT, KRAS, MPL, NPM1, 
NRAS, PHF6, PTPN11, RUNX1, SETBP1, SF3B1, SRSF2, 
STAG2, TET2, TP53, U2AF1, WT1, ZRSR2
AICDA, AKT3, ALK, ASB13, BATF3, BAX, BCL2, BCL2A1, 
BCL3, BCL6, BCR, BIRC3, BLNK, BMF, BMP7, BRAF, BTK, 
CARD11, CBFB, CCDC50, CCND1, CCND2, CCND3, 
CD274, CD44, CD79B, CDC25A, CDK6, CDKN2A, 
CDKN2B, CEBPD, CEBPE, CEBPG, CHIC2, CIITA, CREB3L2, 
CREBBP, CTLA4, CYB5R2, DEK, DENND3, DLEU1, DNMT3A, 
DNMT3B, DNTT, DUSP22, E2F2, EIF4A1, ENTPD1, ETV6, 
EXOC2, EZH2, FAM216A, FBXW7, FGFR1, FOXP1, FUT8, 
IDH1, IDH2, IL166, IRF4, IRF8, ITPKB, JAK1, JAK2, JAK3, 
KIAA0101, KMT2A, KRAS, LIMD1, LMO2, LRMP, LZTS1, 
MAL, MALT1, MAML3, MKL1, MLF1, MLLT10, MME, MUC1, 
MYBL1, MYC, MYD88, NEK6, NFKB1, NFKB2, NME1, 
NOTCH1, NOTCH2, NRAS, P2RY8, PAICS, PDCD1, 
PDCD1LG2, PDGFRA, PIM1, PIM2, PLCG1,PLCG2, PPAT, 
PRDM16, PRKAR2B, PTPN1, PYCR1, RAB29, RAG1, RAG2, 
RANBP1, RHOA, S1PR2, SERPINA9, SF3B1, SH3BP5, STAT3, 
STAT5B, STAT6, STIL, STRBP, TCF3, TNFRSF13B, TNFSF4, 
TP63, WT1, XPO1

FusionPlex Lymphoma Panel 
(Archer)

FFPE NGS (Archer) RNA

AKT1, ALK, AR, BRAF, CTNNB1, EGFR, ERBB2, ERBB3, 
ESR1, FGFR1, FGFR2, FGFR3, HRAS, IDH1, IDH2, KIT, 
KRAS, MAP2K1, MET, NRAS, NTRK1, NTRK2, NTRK3, 
PDGFRA, PIK3CA, RET, ROS1, TP53

LiquidPlex Universal Solid 
Tumor

Blut NGS (Archer) DNA

638 Gene (>1Mb), TMB, MSI, LOH, HRD OncoDeep Plus Panel FFPE NGS (OncoDNA) DNA/RNA
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3. Erreger-Analysen

Erreger Ausgangsmaterial Methode Matrix

HPV (14 high risk Genotypen) FFPE, Ausstriche RT-PCR DNA
Mykobakterien (> 140 Spezies) FFPE PCR + Hybridisierung (Vision-Array Zytovision) DNA
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